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TRER 23 =] Rit SeIERE B3t JHIE RNt hRIR HT—TILR AAFR 25 it I 7% [k
Staphylococcus epidermidis 2 16 3 1 4
Staphylococcus aureus (MRSA) 2 11 2 1 4 1
Staphylococcus aureus (MSSA) 1 11 1 23 2 3
Streptococcus group B 7 17 3 1
Enterococcus faecalis 3 1 13 12 1
Moraxella (Branhamella ) catarrhalis 7 14
Escherichia coli 2 4 4 157 19 5
Klebsiella pneumoniae 1 13 5 2 21 8 4
Klebsiella(Enterobacter) aerogenes 1 2 2 1 5 1 2
Serratia marcescens 19 1 2
Streptococcus pneumoniae (PSSP) 10 18
Pseudomonas aeruginosa 26 1 2 7 11
Candida albicans 18 1 1
Candida sp. 7 26 5 10 7 1
Escherichia coli(ESBL) 4 1 13 9
Z Dty 5 57 7 34 17 1 42 27 1 12
&it 17 216 14 110 33 9 291 104 4 31
[T BERIR | ERIAEOH | BREE 4| wal HiR FARIERR | JERAMIEAR ZDit A&t
Staphylococcus epidermidis 1 1 12 2 3 46
Staphylococcus aureus (MRSA) 9 2 1 36
Staphylococcus aureus (MSSA) 1 3 45 2 2 2 102
Streptococcus group B 28
Enterococcus faecalis 1 2 1 34
Moraxella (Branhamella ) catarrhalis 21
Escherichia coli 2 1 1 195
Klebsiella pneumoniae 1 1 57
Klebsiella(Enterobacter) aerogenes 1 5 1 21
Serratia marcescens 1 2 2 27
Streptococcus pneumoniae (PSSP) 31
Pseudomonas aeruginosa 1 1 14 1 66
Candida albicans 1 1 1 1 1 25
Candida sp. 14 70
Escherichia coli(ESBL) 27
Z Dt 1 2 2 2 36 9 2 7 267
i 3 2 5 7 3 141 21 6 17 1053




