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Staphylococcus epidermidis 1 14 4 2 8
Staphylococcus aureus (MRSA) 1 12 2 2 1 1 2
Staphylococcus aureus (MSSA) 12 1 21 5 7 1 3
Streptococcus group B 8 22 3 1 1
Enterococcus faecalis 1 1 4 1 14 9 1
Moraxella (Branhamella ) catarrhalis 12 40 3
Escherichia coli 5 105 18 1 2 7
Klebsiella pneumoniae 1 4 2 1 9 7
Proteus mirabillis 5 7 2
Streptococcus pneumoniae (PSSP) 10 19 1
Pseudomonas aeruginosa 13 2 1 1 12
Haemophilus influenzae 1 26 1
Candida albicans 17 2
Candida sp. 4 20 13 4
Escherichia coli(ESBL) 1 5 13
Z Dty 6 44 25 6 5 1 33 27 1 2 16
&it 13 161 1 151 18 17 2 221 100 4 7 34
X BBX FRAR | FRlEZEOH | EREE ] | #%®el HiR FRIEE | JFERRIERR ZDHh A&t
Staphylococcus epidermidis 1 1 10 2 1 44
Staphylococcus aureus (MRSA) 1 1 1 1 2 1 28
Staphylococcus aureus (MSSA) 1 1 38 5 2 3 101
Streptococcus group B 1 1 1 38
Enterococcus faecalis 3 1 35
Moraxella (Branhamella ) catarrhalis 55
Escherichia coli 4 1 1 1 1 146
Klebsiella pneumoniae 2 1 27
Proteus mirabillis 1 1 1 1 18
Streptococcus pneumoniae (PSSP) 30
Pseudomonas aeruginosa 7 3 39
Haemophilus influenzae 1 29
Candida albicans 19
Candida sp. 8 54
Escherichia coli(ESBL) 19
Z Dt 1 6 1 2 1 1 28 12 6 2 230
i 1 15 3 8 4 3 95 26 13 5 912




