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Staphylococcus epidermidis 2 2 2 6
Staphylococcus aureus (MRSA) 1 1 4
Staphylococcus aureus (MSSA) 14 1 8 23
Streptococcus pneumoniae 2 2
Streptococcus group A 17 1 3 1 22
Streptococcus group B 2 3
Moraxella (Branhamella ) catarrhalis 217 7 1 225
Escherichia coli 1 3
Serratia marcescens 2 1 3
Streptococcus pneumoniae (PSSP) 110 4 1 115
Streptococcus pneumoniae (PSSP)(h3/F #Y) 23 25
Moraxella sp. 6 6
Haemophilus influenzae 87 3 4 94
Haemophilus influenzae (BLNAR) 85 5 92
Candida sp. 2 3
Escherichia coli(ESBL) 2 2
Klebsiella pneumoniae(ESBL) 1 1 2
Acinetobacter baumannii complex 2 2
Z Dt 1 1 2 6
aat 10 565 22 4 4 28 1 638




