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TREE & 3% O Bit BIREE FEIRERT Dt BBit HIESRRT HIERZEDM | hRAR AT—TIVR i BRBIBRA

Staphylococcus epidermidis 3 8 3 5 49
Staphylococcus aureus (MRSA) 1 18 6 1 1 2 2
Staphylococcus aureus (MSSA) 3 13 30 7 1 2 12
Streptococcus group B 10 17 2 85
Enterococcus faecalis 1 5 1 6 10 49
Moraxella (Branhamella ) catarrhalis 1 13 62 8
Escherichia coli 2 3 1 7 1 1 106 23 52
Klebsiella pneumoniae 1 8 1 5 5 10 6 1
Proteus mirabillis 8 3 2 1
Streptococcus pneumoniae (PSSP) 8 20
Pseudomonas aeruginosa 22 1 6 11 1
Haemophilus influenzae 4 27 1 3
Candida albicans 10 4 2 2
Candida sp. 4 20 1 12 8 125
FUaEFRICELTIE BT 46
Z Dt 4 48 23 7 18 4 1 30 19 31 3
&5t 16 189 178 28 40 9 2 195 87 462 4

BRFT DM ik Bk ZFRAE | FREZOM HRAE AL | 1BRl HiR BARCIERR | JERARUIEIR 0t &t
Staphylococcus epidermidis 1 2 1 1 6 2 82
Staphylococcus aureus (MRSA) 1 5 6 1 46
Staphylococcus aureus (MSSA) 3 39 6 3 3 126
Streptococcus group B 3 117
Enterococcus faecalis 1 1 1 2 1 79
Moraxella (Branhamella ) catarrhalis 84
Escherichia coli 1 3 2 1 1 205
Klebsiella pneumoniae 2 1 1 1 1 43
Proteus mirabillis 2 2 2 20
Streptococcus pneumoniae (PSSP) 1 29
Pseudomonas aeruginosa 1 1 3 46
Haemophilus influenzae 35
Candida albicans 1 19
Candida sp. 1 1 1 13 1 192
FUIEFRICELTIE BETT 46
Z DAt 1 17 1 2 25 4 10 251
&t 9 23 1 4 8 15 97 15 18 3 1420




