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Staphylococcus epidermidis 3 3 6
Staphylococcus aureus (MRSA) 6 1 20
Staphylococcus aureus (MSSA) 42 4 2 62
Streptococcus pneumoniae 7 8
Streptococcus group A 14 1 3 19
Streptococcus group B 2 5
Moraxella (Branhamella ) catarrhalis 183 5 1 189
Escherichia coli 2 4
Morganella morganii

Serratia marcescens 1 4
Streptococcus pneumoniae (PSSP) 132 5 2 141
Streptococcus pneumoniae (PSSP)(ha4 | #) 19 20
Pseudomonas aeruginosa 3 3
Moraxella sp. 21 1 22
Haemophilus influenzae 213 7 1 7 228
Candida sp. 1 2 1 4
Z DAt 4 1 1 4 14
A% 645 25 10 41 1 752




