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IHEE g O At G PPk T D1t Bit HiesRit | PRER | AT TR £ BRIt | BREBTOM
Escherichia coli 5 3 1 10 2 76 26 40 3 8
Candida 4 15 6 8 7 129
Staphylococcus aureus (MSSA) 2 13 19 2 1 5 15 1
Streptococcus group B 1 12 1 1 13 2 91 1
Staphylococcus epidermidis 1 8 4 1 50 4 1
Moraxella (Branhamella ) catarrhalis 1 7 60 3
Pseudomonas aeruginosa 7 19 3 3 1 10 2
Haemophilus influenzae 1 4 49 2 1
Klebsiella pneumoniae 7 7 1 2 7 8 5 7 2 3
Staphylococcus aureus (MRSA) 1 20 6 1 1 3 2
Enterococcus faecalis 2 8 3 30 2
Staphylococcus sp 2 14 1
Streptococcus group A 3 9 2 5
Acinetobacter baumannii 14
Serratia marcescens 11 1 2
Proteus mirabillis 7 4 3 1 1
Streptococcus group G 2 6 1 1 1 1 3
Z DAt 3 47 8 26 2 22 3 21 30 11 4 2
At 37 186 15 184 17 43 7 146 96 398 13 25
k3 (LB K FRET DM HRAE B B EiR BARCIEAR | JEBARIEIR | Eofh it
Escherichia coli 7 2 2 2 1 189
Candida 12 2 185
Staphylococcus aureus (MSSA) 2 6 49 4 3 1 126
Streptococcus group B 2 1 125
Staphylococcus epidermidis 1 1 8 1 80
Moraxella (Branhamella ) catarrhalis 1 72
Pseudomonas aeruginosa 1 13 1 60
Haemophilus influenzae 1 1 59
Klebsiella pneumoniae 1 1 51
Staphylococcus aureus (MRSA) 1 5 9 49
Enterococcus faecalis 45
Staphylococcus sp 1 3 1 1 23
Streptococcus group A 1 21
Acinetobacter baumannii 4 19
Serratia marcescens 1 1 1 17
Proteus mirabillis 1 17
Streptococcus group G 2 17
Z Dt 10 1 1 3 2 29 3 6 6 243
&5t 24 1 4 2 11 11 135 13 11 9 1398




