IS LIGHERE

PCG ABPC CEZ CDTR-PI CZOoP IPM/CS CVA/AMPC GM ABK CAM CLDM MINO VCM FOM LVEX ST
MRSA 0 0 0 0 0 0 0 72.9 97.3 13.7 69.0 87.0 100 845 10.3 99.5
MSSA 46.0 46.0 100 100 100 100 99.9 78.4 98.6 72.3 95.3 99.5 100 96.0 85.1 99.8
Staphylococcus epidermidis 26.9 26.9 54.7 54.7 54.7 54.8 58.9 55.2 99.6 54.1 79.5 98.1 100 49.6 47.6 95.1
Enterococcus faecalis 100 100 0 0 0 100 99.6 0 0 7.3 0.7 31.9 100 0.7 88.2 0
Enterococcus faecium 0 0 0 0 0 17.1 20.0 0 0 0 5.2 32.8 100 1.3 14.4 0
B E

ABPC PIPC CEZ CTM CTRX CFPM CAZ CMz IPM/CS | MEPM AZT SBT/ABPC TAZ/PIPC GM AMK MINO FOM CPFX | LVFX ST
Escherichia coli 66.8 70.0 815 84.2 84.3 84.8 84.8 99.7 99.9 99.9 84.2 100 99.1 94.1 99.8 95.7 92.1 69.7 70.6 88.3
Klebsiella pneumoniae 0 59.7 934 94.7 94.9 96.4 96.9 99.2 99.7 99.7 95.9 86.4 98.7 96.2 99.7 93.9 2.7 96.4 97.7 94.2
P.mirabillis 71.9 81.1 81.8 83.7 84.7 86.5 87.3 98.9 100 99.6 82.6 815 100 75.0 99.6 42.7 55.0 53.2 65.9 92.7
Serratia marcescens 22.7 85.2 0 13.9 86.8 100 91.6 88.8 100 100 92.8 215 90.4 98.0 98.4 93.6 65.3 65.7 924 100
M.morganii 0 65.5 0 9.6 73.1 76.3 714 98.9 30.1 100 67.7 13.9 100 96.7 100 59.1 1.0 784 774 95.7
E.aerogenes 29.0 87.2 10.0 53.6 82.7 100 86.3 7.2 73.6 100 89.0 70.0 93.6 100 100 95.4 37.2 93.6 99.0 100
RANPL:E %

PIPC CFPM CAZ IPM/CS MEPM AZT TAZ/PIPC GM AMK MINO FOM CPFX LVEX ST
Pseudompnas aeruginosa 95.3 97.2 96.8 79.1 86.0 87.0 97.6 76.4 98.2 0.1 04 87.6 85.5 0.3
Acinetobacter 37.6 92.0 97.7 98.6 99.5 20.3 99.5 80.5 98.2 48.2 0.8 29.6 345 32.7
Stenotrophomonas maltophilia 54.9 7.6 67.0 0 0 4.4 36.2 40.6 45.0 97.8 0 28.5 91.2 100
IR SRR
|——— | PCG | ABPC | CTX | CTRX | CDTR-PI _ |CFPN-PI| FRPM | CAM | CLDM | MINO | LVFX |
|Streptcoccus pneumoniae | 51.7] 51.7] 97.0] 95.8] 99.0( 97.4] 97.6] 36.1] 55.7] 53.3] 98.9]
l [ABPC | CCL | CTX | CTRX | GCDTR-PI | MEPM | FRPM [ _CVA/AMPC | CAM [ MINO | GP | LVFX |
|Heamoghi|us influenzae | 28.2] 40.3] 100] 100] 100] 98.5] 51.8] 69.2] 84.9 98.3] 99.9] 99.3|
| | PCG | ABPC | CTX | CTRX | CDTR-PI | CFPN-PI CAM | CLDM | MINO | VCM | LVFX |
IStreEtcoccus group A [ 100] 100] 100] 100/ 100/ 100] 74.5] 91.2] 90.3] 100/ 98.2|




