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Escherichia coli 7 6 1 1 1 7 108 34 79 1
Candida 4 17 15 1 2 1 5 9 156 1
Streptococcus group B 4 11 2 1 14 4 110
Staphylococcus aureus (MSSA) 3 15 3 21 1 4 18 1
Enterococcus faecalis 4 18 13 56
Staphylococcus epidermidis 1 7 1 2 60 2
Pseudomonas aeruginosa 10 31 3 5 13 1
Klebsiella pneumoniae 11 3 1 6 9 7 4
Staphylococcus aureus (MRSA) 1 14 2 2 4
Haemophilus influenzae 5 21 1 1
Staphylococcus sp 2 1 1 15
Acinetobacter baumannii 19 1
Streptococcus group G 1 5 2 10
Candida albicans 16 2
Proteus mirabillis 8 2 6 1
Enterobacter aerogenes 1 3 1 1 1 5 2
Z Dt 9 42 6 22 2 16 1 29 34 28 1
AEr 40 206 29 81 9 2 36 1 1 202 127 543 6

HBRRT DM m#& Mk EX BERIA BRAE 4 #Ba HiR Bk JERARBUE IR ZDh At
Escherichia coli 4 4 1 1 8 263
Candida 3 1 18 233
Streptococcus group B 3 1 1 1 1 153
Staphylococcus aureus (MSSA) 2 5 4 1 58 5 2 143
Enterococcus faecalis 1 1 1 1 95
Staphylococcus epidermidis 2 3 5 11 1 95
Pseudomonas aeruginosa 2 1 20 1 88
Klebsiella pneumoniae 7 1 1 1 52
Staphylococcus aureus (MRSA) 1 1 3 2 6 1 1 38
Haemophilus influenzae 28
Staphylococcus sp 2 1 2 1 1 26
Acinetobacter baumannii 3 23
Streptococcus group G 1 1 20
Candida albicans 1 19
Proteus mirabillis 1 18
Enterobacter aerogenes 2 2 18
Z DAt 2 6 1 4 2 1 28 5 6 10 259
&5t 20 22 1 3 21 11 5 153 14 9 23 1571




