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[ZEE] O | FFiRsERt | & IR 3R T Dith Gl HhT—TILR [ SAPRERIRIT | SMPRIFT DA
Candida 7 50 15 8 7 99
Staphylococcus aureus (MSSA) 12 24 1 1 12 1 4 24 1
Escherichia coli 11 62 35 50 2 1
Streptococcus group B 7 30 9 3 91
Pseudomonas aeruginosa 4 38 2 8 4
Enterococcus faecalis 1 21 12 37
Staphylococcus epidermidis 1 1 4 1 27
Staphylococcus aureus (MRSA) 3 21 1 1 1
Klebsiella pneumoniae 2 14 1 1 3 10 11
Haemophilus parainfluenzae 15 17 2 1 1
Streptococcus pneumoniae (PSSP) 3 3 24
Haemophilus influenzae 1 10 1 14 1 1
Proteus mirabillis 2 7 1 2 6 3
Serratia marcescens 1 14 2
Streptococcus group G 5 1 1 3
Z D 14 48 6 23 1 23 19 21 2 1
a5t 72 294 27 1 80 1 4 138 102 373 5 2
[ii;, 3 BX | BR& |FER&EZOM s RiE el BERkMERR| FEEHRER | Z0fth a8
Candida 1 1 3 2 2 219
Staphylococcus aureus (MSSA) 2 1 5 5 3 13 3 2 202
Escherichia coli 8 1 7 3 186
Streptococcus group B 3 144
Pseudomonas aeruginosa 4 4 87
Enterococcus faecalis 2 4 1 85
Staphylococcus epidermidis 2 3 6 1 2 1 3 2 68
Staphylococcus aureus (MRSA) 1 2 7 4 1 51
Klebsiella pneumoniae 1 49
Haemophilus parainfluenzae 38
Streptococcus pneumoniae (PSSP) 35
Haemophilus influenzae 1 29
Proteus mirabillis 2 25
Serratia marcescens 1 1 23
Streptococcus group G 2 1 2 2 19
ZDith 10 2 1 6 1 11 7 9 13 280
a&t 24 3 1 5 24 10 49 33 15 24 1540




