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W | &g | OF | BRet Bif  [WRERZOM] B | BT | PER [AT—TIUR 3 BREET [ AREL O
Candida 7 41 10 1 1 7 5 110
Escherichia coli 2 6 1 80 24 44
Streptococcus group B 4 13 7 1 102
Staphylococcus aureus (MSSA) 5 17 6 2 1 1 11
Enterococcus faecalis 1 13 15 32 1
Staphylococcus epidermidis 3 2 2 26
Pseudomonas aeruginosa 3 29 2 10 1
Staphylococcus aureus (MRSA) 3 16 1 2 1 6 1 1
Haemophilus parainfluenzae 15 9 5 1 1
Haemophilus influenzae 6 8 13 1 1 1
Klebsiella pneumoniae 2 9 1 6 4 6 1
Streptococcus group A 12 2 5
Aspergillus
Moraxella (Branhamella ) catarrhalis 1 7 10
Proteus mirabillis 7 1 4 2
Z D 16 53 1 2 14 2 2 10 18 19 2 1
ait 76 219 16 2 50 1 8 4 130 88 359 6 4

fiiik;:3 KK K ZHE |FRBEZTOM IR S BiR g5l EiE BAmERE | SEBHIRTERR Z 0 &5t
Candida 1 1 2 2 16 3 1 208
Escherichia coli 8 6 2 1 6 180
Streptococcus group B 2 1 130
Staphylococcus aureus (MSSA) 4 7 5 2 54 6 4 3 128
Enterococcus faecalis 1 2 1 1 1 1 70
Staphylococcus epidermidis 2 3 2 1 11 2 2 1 58
Pseudomonas aeruginosa 1 5 5 56
Staphylococcus aureus (MRSA) 2 1 1 5 10 1 51
Haemophilus parainfluenzae 1 32
Haemophilus influenzae 1 31
Klebsiella pneumoniae 1 30
Streptococcus group A 1 1 1 1 1 24
Aspergillus 20 20
Moraxella (Branhamella ) catarrhalis 1 1 20
Proteus mirabillis 2 1 17
Z D 2 2 2 1 4 3 7 28 6 5 9 209
a5t 18 2 3 1 8 17 14 32 149 23 12 22 1264




