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[ B | OpF | BRERT Bit FRBEEOM | RREE | BBt | Eicemit [HILBEOM]  PER HT—FIUR | B [ pREmT

Candida 16 35 9 2 1 1 4 3 101
Escherichia coli 2 5 1 4 1 58 33 62 2
Staphylococcus aureus (MSSA) 13 18 12 3 1 1 1 13
Streptococcus group B 5 21 1 1 10 4 97 1
Staphylococcus epidermidis 5 3 1 4 40
Enterococcus faecalis 4 1 2 5 10 45
Pseudomonas aeruginosa 2 29 2 2 2 8 3
Haemophilus influenzae 6 15 15
Staphylococcus aureus (MRSA) 2 13 1 2 1
Klebsiella pneumoniae 1 5 2 4 4 6
Haemophilus parainfluenzae 12 5 6 1 2 1
Streptococcus group G 3 7 1 2 6
Streptococcus group A 11 1 5
Proteus mirabillis 9 1 6
Moraxella (Branhamella ) catarrhalis 1 10 7 1
ZDih 11 52 3 17 7 1 1 9 14 18 3
&t 85 233 15 3 61 1 10 14 7 3 100 85 398 6

BREBZOM| MmiE HEK ZRI&E ZRIAZ DM IRHE B #5281 HiE BRI SE B B A Z D1t &t
Candida 1 1 2 1 16 2 1 3 199
Escherichia coli 1 7 1 1 2 3 2 2 3 6 196
Staphylococcus aureus (MSSA) 2 1 1 3 4 2 67 7 5 6 160
Streptococcus group B 1 141
Staphylococcus epidermidis 3 5 3 6 5 2 8 85
Enterococcus faecalis 1 3 1 1 1 1 3 78
Pseudomonas aeruginosa 1 3 11 1 2 66
Haemophilus influenzae 1 37
Staphylococcus aureus (MRSA) 1 2 1 6 4 2 35
Klebsiella pneumoniae 1 1 1 1 2 1 29
Haemophilus parainfluenzae 1 28
Streptococcus group G 1 1 1 1 1 24
Streptococcus group A 5 2 24
Proteus mirabillis 1 1 3 21
Moraxella (Branhamella ) catarrhalis 19
Z Dt 5 7 2 1 9 6 6 34 8 10 12 236
&t 4 18 14 3 3 22 20 23 150 33 23 44 1378




