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WE | g | O |WRSET| &1 (PRETOM|SEE| Bt |HEBTof| PER (rr—TiR| B |EAER
Escherichia coli 1 15 1 74 92 29 1
Candida 9 48 13 1 4 5 82
Staphylococcus aureus (MSSA) 2 22 1 11 1 8 1 4 1 9
Streptococcus group B 5 26 24 3 71 2
Staphylococcus epidermidis 5 9 10 6 1 22
Enterococcus faecalis 2 2 17 20 32 1
Pseudomonas aeruginosa 2 32 2 1 1 16 1
Staphylococcus aureus (MRSA) 2 46 1 4 1
Klebsiella pneumoniae 2 22 1 1 14 6 1
Haemophilus influenzae 6 19 6 2
Serratia marcescens 15 4
Haemophilus parainfluenzae 7 14 1
Streptococcus group G 2 2 1 1 3 1
Proteus mirabillis 6 1 10 1
Staphylococcus sp 1 6 9
ZDith 23 93 1 1 8 4 1 4 39 38 11 1
a5t 63 368 19 1 34 10 19 5 2 192 163 270 5

h#E | Bk | WA | mmg (Son|  BiE | RE | B8 | ER (SRR R | tot | AS
Escherichia coli 2 2 2 1 1 7 1 2 2 3 196
Candida 1 3 1 1 19 3 1 191
Staphylococcus aureus (MSSA) 1 4 2 9 6 4 68 9 9 7 179
Streptococcus group B 2 2 1 136
Staphylococcus epidermidis 3 10 12 1 13 1 2 23 118
Enterococcus faecalis 3 1 2 1 3 84
Pseudomonas aeruginosa 1 4 14 3 717
Staphylococcus aureus (MRSA) 1 2 1 1 1 3 4 7 1 1 76
Klebsiella pneumoniae 1 1 3 2 54
Haemophilus influenzae 3 36
Serratia marcescens 1 1 9] 26
Haemophilus parainfluenzae 1 23
Streptococcus group G 3 2 4 2 1 1 23
Proteus mirabillis 4 22
Staphylococcus sp 1 1 2 1 1 22
ZDith 9 3 3 1 4 7 2 10 48 9 19 14 353
=X 23 3 8 9 21 32 14 41 183 42 35 54 1616







